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SUBSTTUTE 
SEQUENCE LISTING 



( 1 ) GENERAL 



rORMATION: 



(i) APPLI^CANT: BRACCO, Laurent 

SCHWE IGHOFFER , Fab i en 
TOCQUE, Bruno 

(ii) TITLE bF INVENTION: CONDITIONAL EXPRESSION SYSTEM 
(iii) NUMBER W SEQUENCES: 2 9 

(iv) CORRESPONDENCE ADDRESS: 

(A) ADnRESSEE: Rhone-Poulenc Rorer Inc. 

(B) STREET: 500 Areola Road, Mailstop 3C43 

(C) CIt4: Collegeville 

(D) STArnE: PA 

(E) COUNTRY: USA 

(F) ZIP: \l9426 

(v) COMPUTER READABLE FORM: 

(A) MEDIUM TYPE: Floppy disk 

(B) COMPUTER: IBM PC compatible 

(C) OPERATING SYSTEM: PC-DOS/MS-DOS 

(D) SOFTWAI^: Patentin Release #1.0, Version #1.3( 

(vi) CURRENT APPLiCATION DATA: 

(A) APPLICATOON NUMBER: 

(B) FILING DATE: 

(C) CLASSIFIQATION: 

(vii) PRIOR APPLICATION DATA: 

(A) APPLICATION NUMBER: FR 95/03841 

(B) FILING DAlfe: 31-MAR-1995 

(vii) PRIOR APPLICATION DATA: 

(A) APPLICATION NUMBER: WO PCT/FR9 6 / 0 0477 

(B) FILING DATeJ: 29-MAR-1996 

(viii) ATTORNEY /AGENT INFORMATION: 

(A) NAME: Fehlndr Esq., Paul F. 

(B) REGISTRATIOlSft NUMBER: 35,135 

(C) REFERENCE /DOCKET NUMBER: ST95021-US 

( ix) TELECOMMUNICATION \ INFORMATION : 

(A) TELEPHONE: (BIO) 454-3 83 9 

(B) TELEFAX: (61o\) 454-3808 



(2) INFORMATION FOR SEQ ID 



): 1: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 19 basA pairs 

(B) TYPE: nucleic sAcid 

(C) STRANDEDNESS : stLngle 

(D) TOPOLOGY: lineaj 
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(ii) MOLECULE TYPE: cDNA 



C3 
W 



10 



15 



20 



25 



30 



35 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 1 : 
TCTCTATCAC TGATAGGGA 
(2) INFORMATION ^R SEQ ID NO : 2 : 

( i ) SEQUENCE \CHARACTERISTICS : 

(A) LENGTH: 17 base pairs 

(B) TYPEA nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYRE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 2 : 
TATCACCGCA AGGGATA 
(2) INFORMATION FOR SEQ Ili NO : 3 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 74 aiAino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: \s ingle 

(D) TOPOLOGY: lineVr 

(ii) MOLECULE TYPE: peptide 



19 



17 




50 



(xi) SEQUENCE DESCRIPTION : \SEQ ID NO : 3 : 

Lys Lys Pro Leu Asp Gly Gl^ Tyr Phe Thr Leu Gin lie Arg Gly Arg 

1 5 \ 10 15 

Glu Arg Phe Glu Met Phe Arg\Glu Leu Asn Glu Ala Leu Glu Leu Lys 

20 \ 25 30 

Asp Ala Gin Ala Gly Lys Glu 6ro Gly Gly Ser Arg Ala His Ser Ser 

35 4V) 45 

His Leu Lys Ser Lys Lys Gly Gin Ser Thr Ser Arg His Lys Lys Leu 

50 55 \ 60 
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Met Phe Lys Thr Glu Gly Pro Asp\ Ser Asp 
65 70 



(2) INFORMATION FOR SEQ ID NO : 4 : 
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(i) SEQUENCE CHARACTERISTICS: 

(I) LENGTH: 7 68 base pairs 
(B) TYPE: nucleic acid 
(a) STRANDEDNESS : double 
(DD TOPOLOGY: linear 

(ii) MOLHCULE TYPE: cDNA 



(xi) SEQUEr\CE DESCRIPTION: SEQ ID NO : 4 
TTACTCGCGG CCCAAcCGGC CATGGCCCAG GTGCAGCTGC 
GTAAGGTCAG GGGCCTCAGT CAAGTTGTCC TGCACAGCTT 
TACTATATGC ACTGGGTGAA GCAGAGGCCT GAACAGGGCC 
GATCCTAAGA ATGGTGaVaC TGAATATGCC CCGAAGTTCC 
GCAGACACAT CCTCCAA'mC AGCCTACCTG CAGCTCAGCA 

gccgtgtatt attgtaatt^ ttacggggat gctttggact 

GTCACCGTCT CCTCAGGTGG^ AGGCGGTTCA GGCGGAGGTG 

gatgttttga tgacccaaac Vtccactcact ttgtcggtta 

ATCTCTTGCA AGTCAAGTCA gLaGCCTCTTG GATAGTGATG 
TTGTTACAGA GGCCAGGCCA GTCTCCAAAG CGCCTAATCT 
TCTGGAGTCC CTGACAGGTT CACTGGCAGT GGATCAGGGA 
AACAGAGTGG AGGCTGAGGA TTIXSGGAGTT TATTATTGCT 
CTTACGTTCG GTGCTGGCAC CAAqCTGGAA ATTAAACGGG 
(2) INFORMATION FOR SEQ Id\nO:5: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 15 amino acids 

(B) TYPE: amino aaid 

(C) STRANDEDNESS: fe ingle 

(D) TOPOLOGY: linedr 



AGCAGTCTGG 
CTGGCTTCAA 
TGGAGTGGAT 
AGGGCAAGGC 
GCCTGGCATC 
ATTGGGGCCA 
GCTCTGGCGG 
CCATTGGACA 
GAAAAACATA 
ATCTGGTGTC 
CAGATTTCAC 
GGCAAGGTAC 
CGGCCGCA 



GGCAGAGCTT 
CATTAAAGAC 
TGGATGGATT 
CACTATGACT 
TGAGGACACT 
AGGGACCACG 
TGGCGGATCG 
ACCAGCCTCC 
TTTGAATTGG 
TAAACTGGAC 
ACTTAAAATC 
ACATTCTCCG 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
768 



(ii) MOLECULE TYPE: peptide 
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(xi) SEQUENCE DESCRIPTION: 3EQ ID NO : 5 : 

Gly Gly Gly Gly Ser Gly Gly\ Gly Gly Ser Gly Gly Gly Gly Ser 
1 5 \ 10 15 



(2) INFORMATION FOR SEQ ID NO : 6 : 

(i) SEQUENCE CHARACTERISTICS: 
LENGTH: 3 0 base pairs 
(b\ TYPE: nucleic acid 
(CA STRANDEDNESS : double 
(D)\ TOPOLOGY : linear 

(ii) MOLECULE TYPE: cDNA 



(ix) FEATURE 

(A) NAME/KEY: CDS 

(B) LOCATION: 1. .30 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 6 

CCC AAG CCC AGT ACc\cCC CCA GGT TCT TCA 
Pro Lys Pro Ser Thr Pro Pro Gly Ser Ser 
1 5 \ 10 



(2) INFORMATION FOR SEQ ID NO : 7 : 

(i) SEQUENCE CHi!^CTERISTICS : 

(A) LENGTh\ 10 amino acids 

(B) TYPE: ajnino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE :\ protein 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO 

Pro Lys Pro Ser Thr Pro ProyGly Ser Ser 
1 5 \ 10 

(2) INFORMATION FOR SEQ ID N^ : 8 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base Vpairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: do\\ble 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 



(ix) FEATURE: 

(A) NAME/KEY: CDS 

(B) LOCATION: 1 . . 18 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 8 



ATG AAC CGG CTG GGC AAG 
Met Asn Arg Leu Gly Lys 
15 • 



(2) INFORMiTION FOR SEQ ID NO : 9 : 

(i) \SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 



(xi) SEfoUENCE DESCRIPTION: SEQ ID NO : 9 

Met Asn Arg l4u Gly Lys 
1 I 5 

(2) INFORMATIoir FOR SEQ ID NO: 10: 

(i) sequeiA::e characteristics: 

(A) LENGTH: 3 3 base pairs 

(B) TYPE: nucleic acid 

(C) S-IRANDEDNESS : double 

( D ) TOPOLOGY : 1 inear 

(ii) MOLECULE TYPE: cDNA 



(ix) FEATURE: 

(A) NAMS/KEY: CDS 

(B) LOCATION: 1 . .33 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 10: 

GAA CAA AAA CTC ATci TCA GAA GAG GAT CTG AAT 
Glu Gin Lys Leu I lei Ser Glu Glu Asp Leu Asn 
10 I 15 



(2) INFORMATION FOR BEQ ID NO: 11: 



(i) SEQUENCE dHARACTERISTICS : 

(A) LENGCTH: 11 amino acids 

(B) TYPEt amino acid 
( D ) TOPO]\.OGY : linear 

(ii) MOLECULE TY^E: protein 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 1 



Glu Gin Lys Leu lie Ser\ Glu Glu Asp Leu Asn 
1 5 \ 10 



(2) INFORMATION FOR SEQ llD NO: 12; 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 7 imino acids 

(B) TYPE: amind acid 
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(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 



{ii) MOLECULE TYPE: peptide 





(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 12: 



Pro Lys \iys Lys Arg Lys Val 
1 \ 5 

(2) INFORMATIok FOR SEQ ID NO: 13 

(i) SEQUENfcE CHARACTERISTICS: 

(A) LENGTH: 76 base pairs 

(B) TlftPE : nucleic acid 

(C) STRANDEDNESS: double 

(D) TOKOLOGY : linear 

(ii) MOLECULE \tYPE: cDNA 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 13: 
GGCTCTAGAC CCAAGCCCA^ TACCCCCCCA GGTTCTTCAA CGCGTGGATC CATGTCCAGA 
TTAGATAAAA GTAAAG 

(2) INFORMATION FOR SfeQ ID NO: 14: 

( i ) SEQUENCE CHApkcTERISTICS : 

(A) LENGTH: 61 base pairs 

(B) TYPE: nudleic acid 

(C) STRANDEDNteSS : double 

(D) TOPOLOGY :\ linear 

(ii) MOLECULE TYPE: IcDNA 



(xi) SEQUENCE DESCRIPiriON: SEQ ID NO: 14: 
CGTACGGAAT TCGGGCCCTT ACTOIGAGGGA CCCACTTTCA CATTTAAGTT G 
(2) INFORMATION FOR SEQ IElNO:15: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 7 6 bise pairs 

(B) TYPE: nucleid acid 

(C) STRANDEDNESS:! double 

(D) TOPOLOGY: linfear 



60 
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( i i ) MOLECULE TYPE : cDNA 
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(xi)\ SEQUENCE DESCRIPTION: SEQ ID NO: 15: 
ggctctagAc CCAAGCCCAG TACCCCCCCA GGTTCTTCAA CGCGTGGATC CATGGAACAA 
CGCATAACCa TGAAAG 

(2) INFORMATION FOR SEQ ID NO: 16: 

(i) SeWeNCE CHARACTERISTICS: 
(A) LENGTH: 51 base pairs 
(By TYPE: nucleic acid 
(CX STRANDEDNESS : double 
(D)\ TOPOLOGY: linear 

(ii) MOLEqULE TYPE: cDNA 



(xi) SEQUEnAe DESCRIPTION: SEQ ID NO: 16: 
CGTACGGAAT TCGGGCCCTT ACTCGAGTGC TGTTGTTTTT TTGTTACTCG G 
(2) INFORMATION FT)R SEQ ID NO: 17: 

( i ) SEQUENCE v::haracteristics : 

(A) LENGTH: 3 5 base pairs 

(B) type! nucleic acid 

(C) STRAMDEDNESS : double 

(D) TOPOLOGY: linear 

(ii) MOLECULE TMPE : cDNA 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 17; 
CAGGCCATGG CATGAAGAAaI CCACTGGATG GAGAA 
(2) INFORMATION FOR SEb ID NO: 18: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 43 base pairs 

(B) TYPE: nuclLeic acid 

( C ) STRANDEDNESS : doubl e 

(D) TOPOLOGY: \linear 

(ii) MOLECULE TYPE: tDNA 



(xi) SEQUENCE DESCRIP'fllON : SEQ ID NO: 18: 
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CGTCGGATCC TCTAGATGCG GCCGCGTCTG AGTCAGGCCC TTC 

(2) INFORMATION FOR SEQ ID NO: 19: 

(i) SEQUENCE CHARACTERISTICS: 
(k) LENGTH: 31 base pairs 
(B) TYPE: nucleic acid 
( O) STRANDEDNESS : doubl e 
(Di TOPOLOGY : linear 

(ii) MOLHCULE TYPE: cDNA 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 19: 
CAGGCTCGAG AAGAAACCAC TGGATGGAGA A 
(2) INFORMATION WoR SEQ ID NO: 20: 

(i) SEQUENCH CHARACTERISTICS: 

(A) LENGTH: 61 base pairs 

(B) TYPE: nucleic acid 

(C) STrAnDEDNESS : double 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 20: 
CAGGCTCGAG CCCAAGCCC^ GTACCCCCCC AGGTTCTTCA AAGAAACCAC TGGATGGAGA 
A 

(2) INFORMATION FOR S^Q ID NO: 21; 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 3V7 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: tLinear 

(ii) MOLECULE TYPE: ioNA 



31 
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(xi) SEQUENCE DESCRIPTlION : SEQ ID NO: 21; 
55 GGTCGAATTC GGGCCCTCAG TCTGAGTCAG GCCCTTC 
(2) INFORMATION FOR SEQ IdWo:22: 



37 
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(i) SEQUteNCE CHARACTERISTICS: 

(A) \lENGTH: 29 base pairs 

(B) VTYP^' nucleic acid 

( C ) STRANDEDNESS : double 

(D) 'AoPOLOGY: linear 

(ii) MOLECUfliE TYPE: cDNA 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 22: 
CAGGCCATGG AGGAGCCQCA GTCAGATCC 
(2) INFORMATION FOR ^EQ ID NO: 23; 

(i) SEQUENCE CHi!jfflACTERISTICS : 

(A) LENGTH :\ 46 base pairs 

(B) TYPE: niicleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY :\ linear 
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(ii) MOLECULE TYPE: 



:DNA 
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(xi) SEQUENCE DESCRIPTOON: SEQ ID NO: 23: 
CGTCGGATCC TCTAGATGCG GCCGOCACGG GGGGAGCAGC CTCTGG 
(2) INFORMATION FOR SEQ ID MO: 24: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 66 amirio acids 

(B) TYPE: amino acic 

(C) STRANDEDNESS : s\ngle 

(D) TOPOLOGY: lineal 

(ii) MOLECULE TYPE: peptidd 
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(xi) SEQUENCE DESCRIPTION: SSQ ID NO: 24: 

Met Glu Gin Arg lie Thr Leu Lys Asp Tyr Ala Met Arg Phe Gly Gin 

1 5 \ 10 15 

Thr Lys Thr Ala Lys Asp Leu Gh/ Val Tyr Gin Ser Ala lie Asn Lys 
20 V 25 30 

Ala lie His Ala Gly Arg Lys Il4 Phe Leu Thr lie Asn Ala Asp Gly 
35 40 \ 45 

Ser Val Tyr Ala Glu Glu Val Lys Vpro Phe Pro Ser Asn Lys Lys Thr 
50 55 \ 60 



67 



Thy Ala 
65 

(2) INFORMATION FOR SEQ ID NO: 25: 

(i) SEQUENCE CHARACTERISTICS: 
Va) LENGTH: 23 base pairs 
^B) TYPE: nucleic acid 
(fc) STRANDEDNESS : double 
(lb) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:25; 
GATCCTATCA CCGckAGGGA TAA 
(2) INFORMATION FOR SEQ ID NO: 26: 

( i ) SEQUENCER CHARACTERISTICS : 

(A) LENGTH : 23 base pairs 

(B) TYPe\ nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLDGY: linear 

(ii) MOLECULE TW>E: cDNA 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 26: 
GATAGTGGCG TTCCCTATTT QGA 
(2) INFORMATION FOR SEq\iD NO: 27: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 8\base pairs 

(B) TYPE: nucl^c acid 

( C ) STRANDEDNES E : doub 1 e 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 



(xi) SEQUENCE DESCRIPTI0JSr : SEQ ID NO:27: 
GATCCGACTT TCACTTTTCT CTATCACiTGA TAGTGAGTGG TAAACTCA 
(2) INFORMATION FOR SEQ ID No\28: 
(i) SEQUENCE CHARACTERIST^ECS : 
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(a1 LENGTH: 48 base pairs 

(B) \typE: nucleic acid 

(C) ^TRANDEDNESS : double 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 



(xi) SEQUENCeV DESCRIPTION: SEQ ID NO: 28: 
AGCTTGAGTT TACCACTCCC TATCAGTGAT AGAGAAAAGT GAAAGTCG 
(2) INFORMATION FOr\ SEQ ID NO: 29: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH A 9 6 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEEUSIESS : double 

(D) TOPOLOGYV linear 

(ii) MOLECULE TYPE :\ cDNA 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO:29: 
GATCCGACTT TCACTTTTCT CTATCACTGA TAGTGAGTGG TAAACTCACT AGGCTCAAAG 
TGAAAAGAGA TAGTGACTAT CACTCt^CCAT TTGAGT 
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